There has been no genome-wide association study (GWAS) for macronutrient intake as a quantitative trait. To explore genetic loci associated with total calorie and macronutrient intake, genome-wide association data of autosomal single nucleotide polymorphisms (SNPs) from Korean adults were analyzed. We conducted a GWAS in 3,690 men and women aged 40 to 60 years from an urban population-based cohort. At the baseline examination (June 18, 2001 through January 29, 2003, DNA samples of the study subjects were collected and analyzed for genotyping. The information of average daily consumption of total calorie, carbohydrate, protein, and fat was obtained from a semi-quantitative food frequency questionnaire and transformed by natural logarithm for analyses after adjustment of calorie intake. Using multivariate linear regression analysis adjusted for age, sex, and height, we tested for 352,021 SNPs and found weak associations, which do not reach genome-wide association significance, with calorie and macronutrient intake. However, a number of SNPs were found to have potential associations with macronutrient intake; in particular, signals in SORBS1 and those in PRKCB1 were likely associated with carbohydrate and fat intake, respectively. We observed an inverse association between the minor allele of the SNPs in these genes and the amount of consumption of carbohydrate or fat. Our GWAS identified loci and minor alleles weakly associated with macronutrient intake. Because SORBS1 and PRKCB1 are reportedly associated with the metabolism of glucose and lipid as well as with obesity-related diseases, further investigations on biological and functional roles of polymorphism of these genes in the relation to macronutrient intake are warranted. (Korean J Nutr 2010 ; 43(4) : 357 ~ 366) KEY WORDS: calorie, macronutrient, single nucleotide polymorphisms, genome-wide association study. 서 론 영양 섭취량은 각 사람의 영양적 필요 및 대사적 조절상태, 이와 관련된 유전적 특성과 같은 내적 요인과 외적 환경 요 인에 의해 결정된다.
코계 미국인 등을 대상으로 유전체 연관분석 (linkage analysis)을 하여 열량 섭취 및 열량영양소 구성과 관련된 유전체 위치를 발굴하고자 했다. [3] [4] [5] 이들 소수의 연구들 [3] [4] [5] 
